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stress-activated protein kinase, 368:447 

stress fibre, 367:335 

stress kinase, 367:: 

stress kinase activation, 366:78 

stress response, 361:371 

stromal processing peptidase, 366:989 

stromelysin, 364:181 

structural integrity. 367:601 
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structure—reactivity correlation, 366:889 

subcellular localization, 361:597, 363:563., 
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T-cell activation, 363:175 
T-cell receptor, 364:245 
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thyroid hormone transport, 36 
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tissue factor, 363:387 


tissue inhibitor of metalloproteinases 
(TIMP), 364:89, 364:227 

tissue-specific, 361:371 

tissue-specific calpain, 362:383 
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363:737 

transport, 365:239, 367:307, 368:923 

transporter, 362:513, 367:741 

transposon, 364:555 
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tRNA transcription, 363:50: 
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tumour necrosis factor (TNF)-«, 361:185 

tumour progression, 366:299 

tumour suppressor, 

tumour suppressor gene, 362:401 

turn motif, 361:255 


two-dimensional electrophoresis, 362:627, 
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two-hybrid analysis, 365:51, 368:527 
two-hybrid interaction, 368:65 
two-substrate reaction, 368:947 
type-2 copper site, 363:677 
Type II diabetes, 368:309 
type II fatty acid synthase, 364:423 
type III repeat, 365:287 
type II secretion, 365:205, 367:865 
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tyrosine kinase, 361:105, 364:377, 
368:203. 368:471 
tyrosine nitration, 366:399 
tyrosine phosphorylation, 361:297, 
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ubiquitin-specific protease, 367:87 

U box, 361:587 

UDP-glucuronosyltransferase, 367:505 
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unfolding, 364:635 

untranslated exon, 362:609 
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5’-untranslated region (5’-UTR), 363:37, 
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unwinding activity, 363:147 

upstream AUG (uAUG), 367:1 

upstream open reading frame (uORF), 
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uracil, 364:157 

urea cycle, 364:825 
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electrophoresis, 366:245 

urea denaturation, 363:329 

urea-gradient PAGE, 363:329 

urokinase-type plasminogen activator 
(uPA), 363:67 

urokinase-type plasminogen activator 
receptor (uPAR), 363:67 

uromodulin promoter, 365:7 
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UTP, 364:235 

UVB, 365:31 

UV rays, 365:133 
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valproate metabolism, 362:755 

valproic acid, 362:755 

vascular endothelial cell, 362:413 

vascular smooth muscle, 362:13 
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vesicle, 361:451 
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vesicle transport, 361:653 

video microscopy, 365:337 

Vipera ammodytes ammodytes, 363:353 


| 

q 

q 

© 2003 Biochemical Society 


viral fusion, 365:841 

virulence, 367:279 

visinin-like protein, 363:599 

vitamin A (see also retinioc acid, retinol), 
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vitamin E, 363:753, 364:625 

voltage-dependent anion channel, 
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Wnt target gene, 367:723 
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xanthine derivative, 361:185 

xenobiotics, 366:817 

xeno-oestrogen, 368:783 

Xenopus, 368:923 

Xenopus oocyte, 364:285 

X-link domain, 362:155 
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X-ray diffraction, 363:45 
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yeast, 363:515, 363:737, 364:617, 
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yeast cell expression, 363:297 
yeast two-hybrid screen, 361:597 
yeast two-hybrid system, 365:369 
Yoshida sarcoma, 361:185 
Yprl28cp/AntIp, 365:109 
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zinc gene, 364:105 

zinc metallopeptidase, 362:191 

zine transport, 364:105 

zipper-interacting protein kinase (ZIP 
kinase), 365:79 

zymogen, 362:259, 364:629 
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